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Science Advancement & Outreach
A DIVISION OF PETA

1536 16 St. N.W., Washington, DC 20036

November 13, 2025
Dear Members of the Office of AIDS Research Advisory Council:

I am writing as a cellular biologist and Research Associate with the Science Advancement and
Outreach Division at PETA to urge the Office of AIDS Research (OAR) to align its upcoming
strategic plan with NIH’s April 2025 announcement to expand support for non-animal methods
(NAMs). With OAR currently developing its new strategic plan, now is the time to set the
direction for the next four years by prioritizing human-relevant, non-animal approaches to HIV
and AIDS research.

1. End the use of animals in HIV/ AIDS Research

After more than three decades of animal-based HIV research, there is still no vaccine or cure.
This continued reliance on animal models—especially nonhuman primates—is scientifically
unjustifiable. Only humans contract HIV and develop AIDS, and fundamental biological
differences between humans and other species, including in CD4 receptor structure,' leukocyte
antigen genes,” and retrovirus restriction factors,® prevent animals from accurately modeling
human infection and immune response.*

These limitations have led to decades of data that fail to translate to humans, diverting resources
from more predictive, human-based approaches. In contrast, human based models—including
those based on human tissues and cells, patient data, computational modeling, and advanced
genomic analyses—are already being used to test potential therapeutics,>%’-8 uncover structural
and functional details of the HIV virus,” and clarify key biological differences between people
living with and without HIV.!®%!!1213 These approaches are also helping scientists understand
how “HIV controllers” naturally suppress the virus without treatment—insights that could

inform new therapeutic strategies for others,!41%:16:17.18

With NIH now investing in NAM-focused infrastructure—including the Standardized Organoid
Modeling Center!® and initiatives to expand funding and training in human-relevant science’’—
OAR has a pivotal opportunity to lead by example and end its reliance on animal models.

2. Establish dedicated opportunities for NAMs in HIV/AIDS research

Although NAMs are already generating important discoveries in the HIV/AIDS field, greater
institutional support is needed to scale and integrate these technologies. OAR should:
e C(reate dedicated funding streams for HIV/AIDS studies using non-animal, human-

relevant methods.



3.

Develop a publicly accessible repository of human-relevant data, tools, and models to
support collaboration and advance non-animal approaches in HIV/AIDS research.

Support collaborative centers that combine expertise in human virology, immunology,
and bioengineering to accelerate HIV research.

Provide training and support for researchers transitioning to NAMs

Many HIV researchers were trained primarily using animal models and face significant barriers
in learning and adopting new methods. OAR can help bridge this gap by:

Establishing training grants and fellowships focused on human-relevant models of HIV
and AIDS.

Partnering with academic institutions to develop continuing education programs in
NAMs.

Offering early independence and transition awards for scientists committed to replacing
animal experiments with human-based approaches.

By supporting these initiatives, OAR can ensure that its next strategic plan positions the field to
deliver more predictive, human-specific discoveries, thereby accelerating progress toward ending
the HIV/AIDS epidemic and improving human health outcomes.

Thank you for considering these recommendations.

Sincerely,

%@ééf Vedacnre

Gabby Vidaurre, Ph.D.
Research Associate

ovidaurre(@peta.org
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